
1 2 3 4 5 6 7 8
Length of spec. 90 90 150 210 150 195 150 210
PCR product(s) 270 265 240 200 195
Length of int. 800 1070 800 1070 800 1070 1070 1070
pos. control1
5'-primer(s)2 368 368 89 89 368 406 368 368

5'-gTg3' 5'-gTg3' 5'-gAA3' 5'-gAA3' 5'-gTg3' 5'-gCA3' 5'-gTg3' 5'-gTg3'

368 368
5'-gTg3' 5'-gTg3'

3'-primer(s)3 419 419 312 287 479 559 479 538
5'-CgT3' 5'-CgA3' 5'-AgT3' 5'-TCg3' 5'-CCA3' 5'-CgT3' 5'-CCA3' 5'-CCA3'

595 477 538 527 523
5'-Cct3' 5'-gCA3' 5'-CCg3' 5'-CCA3' 5'-ACA3'

Well No. 1 2 3 4 5 6 7 8
HLA-Cw allele4

*010201-010205 1
*0103 2
*0104 3 8
*0105 4
*0106 1 5
*0107 1 6
*0108 1 7
*0109 1 8
*0110 1
*0111 1
*0112
*0113 1
*0114 1 3
*0115 1 2
*0116 1 4
*0117 1
*0118 1
*0119 1
*0120 1 5 7
*0509, 0517, 0815
*0617, 120306, 1611
*0737 4
HLA-Cw allele4

B*1533
Well No. 1 2 3 4 5 6 7 8

INTERPRETATION TABLE

Well5
Amplification patterns of the Cw*0101 to Cw*0120 alleles

HLA-Cw*01 SSP subtyping



9 10 11 12 13 14 15 16
230 290 340 155 155 240 230 255 Length of spec.

370 PCR product(s)
800 1070 800 1070 800 1070 800 1070 Length of int.

pos. control1
368 368 368 485 89 89 89 89 5'-primer(s)2
5'-gTg3' 5'-gTg3' 5'-gTA3' 5'-CAA3' 5'-gAA3' 5'-gAA3' 5'-gAA3' 5'-gAA3'

368
5'-gTg3'

559 619 3rd I 601 201 289 278 301 3'-primer(s)3
5'-CTC3' 5'-ACT3' 5'-ATg3' 5'-CTC3' 5'-CTC3' 5'-AgC3' 5'-ggT3' 5'-gCA3'

3rd I
5'-CTC3'

9 10 11 12 13 14 15 16 Well No.
HLA-Cw allele4

13 *010201-010205
13 *0103
13 *0104
13 *0105
13 *0106
13 *0107
13 *0108
13 *0109

9 13 *0110
10 13 *0111

11 13 *0112
12 13 *0113

13 *0114
13 *0115
13 *0116
13 14 *0117
13 15 *0118
13 16 *0119
13 *0120

12 *0509, 0517, 0815
11 *0617, 120306, 1611

*0737
HLA-Cw allele4

12 B*1533
9 10 11 12 13 14 15 16 Well No.

INTERPRETATION TABLE
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Amplification patterns of the Cw*0101 to Cw*0120 alleles
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